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YEMBHBE: Gut microbiota composition and functional changes in
inflammatory bowel disease and irritable bowel syndrome. #:5E1E B R

Fh 5 B ExA 1L piE B AR 2H R S DD REAEAL,

WEHAD: Science Translation Medicine 2018 Dec 19:10(472); DOI:10.11
26/scitranslmed. aap8914

FRAR: KEERF (BD) MRS (1BS) Xt E i g mArH
AAWAR. £/ shotgun metagenomic sequencing Xf 1792 4428 58 HER(EMHEAIET
Tt BIRYIMKCEANERK M SHEEICER. UTRE. TERIUE
MBEFBESs, MNMETEH ESHME I B HEERE KRR,
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YEBHE: Multi-omics of the gut microbial ecosystem in inflammatory
bowel diseases RIEMEMARBGEMEDESRANZEHFENA

WEHHA: Nature 569, 655 -662 (2019). https://doi.org/10. 1038/s41586
-019-1237-9. MEP K% Curtis Huttenhower

FERNE: REMEA(BD), FmEettia A WEREE IBD &E. KER
TaTINREEAM. MR (1 IBD BERGRUEAN G RN S AR
MHEHRSE, I IHRE AR LI ARG e ANE:  (2) ) IBD BEHIMERHE
SRS, HInEMRE R (B35 Faeccalibacterium prausnitzii 7 Roseburia
hominis) EIFER. AHGFTHE Escherichia coli SFEREFAKIES:; (3) IBD @
PRIFEERSE A ARy, ZEAVEER (4243 B5 M B3) JERK, (BT
FETER IR A A RSN RE S ES: D) AR ERNERS| IBD &
M8 PR FRIEE =, RIS S AR KB, AR
b, A LR ER LRSI
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YEBH: Gut Microbiota in Patients With Irritable Bowel Syndrome—a

Systematic Review. }5 Biey &1L B E I8 BRI R A5

M EHAM: Gastroenterology 2019;157:97 - 108; doi: 10.1053/j. gastro. 20

19. 03. 049
FHENE: BEEEFESE (irritable bowel syndrome, IBS)

= — M Ihge ZELE

A, BIARIE10%-20%, BIRAERT . R MiE E#: DR MIERETT 5
ZalEHI— M 5EeR, BREREESHZBEGSEERZ HEXZHREIRET
HIUESE o XY 2405 X BB AT RAZIR, B% | 5 IBSAHKHZE AR
A, SXTREAEEE, IBS BEF, BTEF FTERAMDATEREM, mAR]
EFEEE [ 2HERE (BETREFE) MXEHRBRED: IBSEEH

HAEZ RS SR T ER
g | dxs | mTRs | sekmas ET e
T . 2Tk &
1 | B#FEF | Enterobacteriaceae ‘; 3&;" REMM, 2R | e |
| | [ 1 . K
I? 'f![ﬁ]i-_i’: : Ii -_
2 FLAF B Ft Lactobacillaceae RN, 1R FL Y | MR ™
—_ HERAL

Clostridiales LT 9% k! 2% [CPH

JHTHIR | Faecalibacterium | 3 ST ML | FERME | K¥
libacter TR HHD, 10K %
A — Faecali ac.ter.*.lum t}l}wl. Wb, 1K E v | e R
prausnitzii 5 _
s . _ RIS T2 TN BT 2 i
6 AUEH 1 T8 Bifidobacterium | RE%, 10iEER | 4522 [CPHTE | g "N
T 9% 5 3 W 2b _
7 AN R Tannerella ;ﬁ AR ERS. 2REX FEEKMHYE | RE
. Ir" ‘#ﬁc:._;‘ /1 ” HE-ZIE'_‘ . .
8 | wEmR Alistipes fﬂ;; AR LR

RETARUEE R REAZM T AM A ERERRM T HBFRHE, E2HE
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WEM H: Metagenomic and metabolomic analyses reveal distinct
stage-specific phenotypes of the gut microbiota in colorectal cancer.
ZERNANRBErtharEEFH EN S BEE R AR L
MEHAE: Nat. Med. 2019 06;25(6); 10. 1038/s41591-019-0458-7 KR K%
FENE: FEEREEGE=RRTEVEE AXmEREN SEERRI KRR
M, ERIENRAERRERERT, BREREYEAM RS B kR
AP RE FoER: (D EARARENIRARIET, BEZRTE
(Fusobacterium nucleatum spp. ) KRN ERFLEDENR: EAARNEAERER
SR AR NSRS E (Atopobium parvulum) A RERAERE (Actinomyces
odontolyticus) BEEM: (2) KMAEFEDTER, FRRNE S HREERANERRR
REE, MEFARERERENRRETERES EEN/ B RN BT R E 8.

RETAEUBTE R EAF RN P AT EEFHR M I BRI, 2R
TRICGETTREYY B, &%, AfF— RILREE. RREMRERRIER
EVEAIAE.
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NEBH: Gut bacteria selectively promoted by dietary fibers alleviate
type 2 diabetes. fER 4T 4EIEFEMEARE BB MRS [ RLAEIKA

MEHAb: Science 09 Mar 2018:Vol. 359, Issue 6380, pp. 1151-1156; DOI:
10. 1126/science. aaob774 LR EARE

FEAR: REVPARBNHRIEIE LT AR MER FiEa HEBEK,
fiB A R B A T AR R E EE R R A SRR B ER (SCEA) , 1T RUBEIR A
HMxESHEENERAEER. AERTEE MBERREEREFER T —
AR e EERERER~ER, EAT A MBI EENZ TSR, &g
g MR R -1 ME R ERE NI e S EAET. X—RIER
UL S B VR B AL E RTINS R 24 1T 2VRE R R B — R B B 3L
FE.
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YEMH: Tcell -mediated regulation of the microbiota protects against
obesity T 4T HIBAE YD AFVE T3 0] BELLE AL A+

WEHAL: Cell Metab. 2019 Oct 01;30(4); DOI: 10.1016/]. cmet. 2019. 08.
018 HEILEHATART: FRERIVAEMARN: EFEFRERUEDRITR
Bt FLRN

FEAS: KRR FE BRI EERIE ATmeks TIRERn, RER
FBAEEY MR A S HEREEEV R (D36 BERIAKFARER, ZEENRTLA
VNIRRT ER . Myd88 RAFE MBI LER, &H Myds8 BVMRALT A%
TREPIRAS. AMydss ZEE R RY, RIRZFAEATE (Clostridia) HIEEMIIAER
K, BGNE (Desulfovibrio) AR, XMARRIEEI, KRMVNREIFET
RARREST, MIMBEHER AERTHIPRSUE N, AAE tAANAEN, MREERRIRER, XL
RS TT BRERARDER, X — RN | B A e B SR = i
SEANETERIRR). ASMIEARYA, ICAHERERGE 11 AR EE tamiE
MNHGRERY, 2 TR R R R AR LA R AN BIRELE | At

RETLAFUEERREATFZA T AR AHEDERIRE T 557, E1234
TR AT AT 5, e, AREF—RIIKHREE. EEMEXHGIE
AEMAE KA,
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YEMHE: Human Gut Microbiota from Autism Spectrum Disorder Promote
Behavioral Symptoms in Mice. R B B FAEE R [EhF ASD B & B & & B 0l
2t /1 bR R BT APREAR

CEHAL: Cell 2019 May 30;177(6); DOI: 10.1016/j. cell. 2019. 05. 004 fI
A B =

FEAZ: ASD(Autism Spectrum Disorder) FIIHAEIERIERS, £B—RIIEIHHEL KR
BRRFEIOR, FERRE MMM, 1B SIS ERZIRITA. EHFIE
HH B e S MIER AR EREAHEFEER . AR EmRRE it
REVERT/NREUT A, XK, RIASDEHERATEERT AR A A4 ey
PERIEIT -

RETARIETET R REABRZM T A FTE R B | B3R R, 125
TRICITRHAEDY 5, £, ARF—RIIKERE. RRMUEENmER
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WEMH: Stunted microbiota and opportunistic pathogen colonization in

caesarean section birth. HIEFN HBEXE MNRHEGHEFHAN €HE
WEHA: Nat. Med. 2019 06:25(6): DOI: 10.1038/s41586-019-1560-1. &

E Wellcome Trust Sanger B HFr: R KE

FEREAR: FE/ HERIAHELIRE SErANE RS REYRRETEE, /LB
BRI NS AP ] FER BB LI B BB T AT R A3
RAERE ) HAR B e AR E BRNER: 02 LimE Bi-SHE=0E
1) B R ERRER, AR, 2 83aTRIE 2/ (I HEERE0mE,
ix—tEEHERRE P B2 LR R 4% A .

a Delivery mode
Maternal age
Maternal intrapartum antibiotics
Postnatal stay in hospital
Partial breastfeeding
Age groups (days)
Exclusive breastfeeding 4
Hospital site l 7
Immediate breastfeeding after birth 21
I
Postnatal antibiotics M Infancy
0 2 4 6 8 10
R? (%)

Vaginal ] Caesarean

-
ngee

~J
n

751

S

N
=

Relative mean abundance (%)
&
N
=

Relative mean abundance (%

Escherichia
Bifidobacterium

o
<

4 7 21 Infancy 4 7 21 Infancy
Sampling age groups (days) Sampling age groups (days)

RETAESTE g REAE XN T A RipE BirR gt [ 8BF0IE, EEIR
FRIEHATREDY 8, £, ABRF—RIEREE. RRUESHHER
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VBB HE: atty Liver Disease Caused by High-Alcohol-Producing Klebsiella
Pneumoniae =7 A5 HIAW 4 52 8510 & 0T 51 RS RE A5 AT
WEHAL: Cell Metab. 2019 Oct 01;30(4); DOI: 10.1016/]. cmet. 2019. 08.
018 HEILEMIET. FRERIVAZTH AN EFEFRERMEDRITA
Bt FURA

FENE: JREEHIETT NAFLD) RIERERSAmHR R R/ N R

SN, KEURRR 25U, T TR XRS5 E

FHIBERE EYIRRR. EILE/DM R RERE. RENTERET, DARE
MURFHIENE S S0 T ot UERA T IEEAE+ HiAle Kpn@NAFLD FHRRAE R B IHTA
B, &r=CEEHiAle KpnfEmE NI ERE LB, 21 KRG, (&
AR D R R VAT R AT, IR~ EARH i a A RSP EARAT
BRIV E R

RETIEUEE R RENTFZAN T A FERE R ft | BRI, 2R
TRIVITRHAEDY 5, £, ARF—RIIKERE. RRMESERmER
A K
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WEMBIE: Fecal Microbiota Transplantation Induces Hepatitis B Virus
e—Antigen (HBeAg) Clearance in Patients With Positive HBeAg After
Long-Term Antiviral Therapy. KE TR ERIT G EZRBEENIERLAFRE
1) HBeAg PHPE B34 K HBeAg &R
XEHAL: Hepatology 2017 05;65(5): DOI: 10.1002/hep. 29008 EITARZH
J& L B

FREAR: ®ECAUR (CB) BT TRERTTH B Rt iE] HBY
B, R R MR AT, AR D DRe s FHE AR, HOC
REAARAERRE, MnSEEEREMEKAETE. CERMARS, CBEE
et D SERAANR. ABFox 18 FHEM ETV 8 TOF (ZEEHIE) #HTHURERT
AR 3 AR HBeAg FEMHIBZTH T HASER, SRRY, BT KITURRIST
HBeAg FHEEFEMAPHEIF, FMT FI%ES HBeAg HNERR.

_ Genus Level Barpiot
¥ 100,
: Other
" Klebsiella
60 Fusicatenibacter
40 Oscillibacter
Ruminococcus
§ 20 Bifidobacterium
T o- [Bllialister
A autia
¢ € v Alistipes
P8 Lachnospiraceae
ll_.-_ilegal:phaora
usobacternium
- Genus Level Barplot Clostridium XIVa
L "WE Veillonella
80 Escherichia/Shigella
| Roseburia
80/ Phascolarctobacterium
40 Megamonas
| Bacteroides
0 Prevotella
0l b Faecalibacterium
& &
PE
Positive HBeAg
- FMT Arm
= Control Arm

10 20 N 4
Weeks

RE TAEYEE = R E N IE M T A R E A DR T 15 5548, Ei%E
MTRA AR ITREDY B, £8, AREF—RIILREBIE. EDNESRGE
A E KRS
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WEPH: Reductions in anti-inflammatory gut bacteria are associated

with depression in a sample of young adults

> SHERREAH R
YEMA: Richard T. Liu, EEZEEM Alpert Medical School

University, Department of Psychiatry and Human Behavior: 2020 Mar

FENEF: EARAS, EEHIPET 90 LXEERANHEREE

LBEE

X RE

£ ANPHRVEiES

of Brown

LU T 43
= FEEBRE (major depressive disorder, MDD) HIZ5& M 47 ZERE

RIMEZANREKFE L, MDD FRERGERESEEIRBEML
HEEREZEER. EITH/KE, BE MWD H25HENTE R/KERE, M

RS, EMKFE (RRFAFEAUTE) MBAKF GRRFATE

MPAE) FEdMELl. ZB/K¥F L, MDD ARERKFREFE, HEE
ZCBR P HIFEAAR SRR RARXS TR IR, FHK PR T .

11
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¥ ¥ & H : PUMA-mediated epithelial cell apoptosis promotes
Helicobacter pylori infection-mediated gastritis PUMA SR 40k
TRz | TRAT R RS FHIB REURAE
XEMML: Cell Death and Disease; 2020 (11): 139. BREER KFMBE
—EREHAE
FERAZE: [TETEREN FH B RMBURIE AR 2 FUL% MR E R AR . &
ﬂéf@%’}ﬁﬁu EFREH, 2B R (chronic gastritis) 1B EE 4 (GEC) M-
e BEENTETRENZXEZNE . PMA & — A A HHERE T Bel-2
%E, Al SR AR . EIXIE R F, FATTE R 7T PUMA 7£ H % 3R GEC
24 PR TR e | R AT R e R A IV

aastritis

| TR R YR 9T 5 & -

a) WM TEMEZEDRNSRERARAL —, HT @I TRTFET ETHR
A%, EOEBPREREGE, SEEFER ZREHRNY, 5EOR. By
TEMFHGARSBOSE, DEERK, TEEEZELE —MFROEBR
ok, TRIFIERE, #HLEER.

b) I TRETEZB R BEMARR. DERZEFHMEREHNEZERRE, T
BEXERFREE RN, BT EER S ERR TR H.

12
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YEBH: Akkermansia muciniphilaA purified membrane protein from or

the pasteurised bacterium blunts colitis associated tumourigenesis by

modulation of CD8 T cells in mice MERIEBE-F 72 KEBELAT/DK

cd8 THHMEREEE R AR BII B R4
YEHA:DOI : 10. 1136/gut in1-2019-320105

FEAR - HTARAAMNIHAEFPERWE T —LBEHERA. BiE BN G

B EHRENEAR. £ 16SRNA MIFER R, MMEREREZEHEY

‘AAALL, UC. AD A1 CRC B XFEHR Akk BHEEH I ERK. MAREE

—M, GRRNERMAREEE/DNR B Akk BERBRE T, BERE

®ELIEF, Akk BRIER DR EARE MR 5 RZER D .

1Z e 21 7E R T A F4i4y, Amuc 1100 %E (Akk ERMREER) HERL
T UC MR AREEME (CAC) /MR, RILKIE Akk B Amuc_1100 g&

’

=

k117

2 FEK CD16/32+E ME4E BN CDS+T AR Bz UC /> mE@ﬂEE}EﬁE% RiE Akk

. Amuc_1100 E&BZEHEI0 CAC /MRAZEMESL + CDS+T difNsiH, ENE

3]

=

E«’JE;E GEiEAL CDS+T ZHAfIThEE (S TNF-a . 3% PD-1) s CAC &Y
RAESRE. XTI ARG ABE S A N4 B iR 4t 3 B mps ZIlaeRia

TPE
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